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BLAST 2 SEQUENCES 



This tool produce s the alignment of two given sequences using BLAST engine for local alignment. 
The stand-alone < xecutable for blasting two sequences (b!2seq) can be retrieved from NCBI ftp site 
Reference: Tatia aa A. Tatusova, Thomas L. Madden (1 999), "Blast 2 sequences - a new tool for 
comparing ; proteia and nucleotide sequences", FEMS Microbiol Lett 174:247-250 

Program Jblastn §§} Matrix |Not Applicable^ 



Parameters used n BLASTN program only: 




H Use Mega BLAST Strand option j Both strands 




Open gap |5 and extension gap |2 j penalties 




gap x_dropoff |&> j expect |10.0 j word size [Tl j Filter PI 



Sequence 1 Enter accession or GI j 13027633 or download from file 




or sequence in R ISTA format from: 0 





Sequence 2 Enter accession or GI J j or download from file 




or sequence in F. VSTA format from:|0 _Jto:|<[ 




accggaagcgctc zagacttggtcg 





Comments and suggestions to hlQSt'help_%ncMMmM 



http://www.ncbi nlm.nih.gov/blast/bl2seq/bl2.html 
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Entrez BLAST OMIM Taxonomy 



PubMed Entrez BLAST OMIM Taxonomy Structure 

BLAST 2 SEQUENCES RESULTS VERSION BLASTN 2.23 [Apr-24-2002] 



Match:jl_ .J Mismatch:^ j gap open:|5 J gap extension: |2 j 

xjdropoff: |50 j , ;X pect JTo!o5i wordsize: Jll | Filter PI ill 



Sequence gi Homo sapiens endothelial differentiation, sphingolipid G-protein- L engt h27l53 

1 13027635 coupled receptor, 1 (EDG1), mRNA 

i 

Sequence W| 2 Length 25| 

2 ! 

No significant si nilarity was found j 



http://www.ncbi. olm,nih,gov/blast/bl2seq/wblast2xgi? 
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